
CO R R E C T I O N Open Access

© The Author(s) 2025. Open Access  This article is licensed under a Creative Commons Attribution-NonCommercial-NoDerivatives 4.0 
International License, which permits any non-commercial use, sharing, distribution and reproduction in any medium or format, as long as you 
give appropriate credit to the original author(s) and the source, provide a link to the Creative Commons licence, and indicate if you modified the 
licensed material. You do not have permission under this licence to share adapted material derived from this article or parts of it. The images or 
other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or 
exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this licence, visit ​h​t​​​​t​p​:​/​/​c​r​e​​a​​​t​i​
v​e​​c​​o​​m​​m​​o​n​s​.​o​r​g​/​l​i​c​e​n​s​e​s​/​b​y​-​n​c​-​n​d​/​4​.​0​/​​​​​.​​​

Lv et al. BMC Genomics           (2025) 26:91 
https://doi.org/10.1186/s12864-025-11288-4

Following publication of the original article it was 
reported that there was an error in the Bioproject num-
ber in the ‘Data availability’ declaration.

The wrong declaration was:
Data availability
Data will be made available upon request. The 

sequenced genome were submitted tro NCBI database 
under Bioproject No: PRJNA1064993.

The correct declaration is:
Data availability
Data will be made available upon request. The 

sequenced genome were submitted to NCBI database 
under Bioproject No: PRJNA1064933.

The original article has been updated.
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Correction: BMC Genomics 26, 19 (2025)
https:/​/doi.or​g/10.11​86/s​12864-024-11198-x
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†Chao Lv and Mohd Abdullah contribution and share first authorship.

The online version of the original article can be found at ​h​t​t​​p​s​:​/​​/​d​o​​i​.​​o​
r​g​/​1​0​.​1​1​8​6​/​s​1​2​8​6​4​-​0​2​4​-​1​1​1​9​8​-​x​​​​​.​​
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