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Following publication of the original article it was 
reported that there was an error in the Bioproject num-
ber in the ‘Data availability’ declaration.

The wrong declaration was:
Data availability
Data will be made available upon request. The 

sequenced genome were submitted tro NCBI database 
under Bioproject No: PRJNA1064993.

The correct declaration is:
Data availability
Data will be made available upon request. The 

sequenced genome were submitted to NCBI database 
under Bioproject No: PRJNA1064933.

The original article has been updated.
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†Chao Lv and Mohd Abdullah contribution and share first authorship.

The online version of the original article can be found at  h t t  p s : /  / d o  i .  o 
r g / 1 0 . 1 1 8 6 / s 1 2 8 6 4 - 0 2 4 - 1 1 1 9 8 - x     .  
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